
   

                                                        
 
 

pUC19-Rm-GFP 
 
Renilla mullerie GFP – coding sequence in green, ATG start codon in bold 
Key restriction enzymes are underlined 
PUC19 sequences in blue 
 
GAGCGGATAACAATTTCACACAGGAAACAGCTATGACCATGATTACGCCAAGCTTGCATGCCTGCAGGTCGACTCTAGAT
TAGTGATGGTGATGGTGATGAACCCATTCGTGTAAGGATCCTAGTGGTTTTCCTATAGATGTCATTTGAGCAATAGCAGT
CTCATGCTGTTCAACGAACCCCCCGTCTTCTACGTAAGTCTTTTCCAAACGATGTTGAATAAAATGATACGAAGGAAACT
CCTTTACTACACCTTTCGACTTCATTAATGTTTTCATGTGACATGAATAATATTTCCCAGAGTTTAGTTTATAGACAAGA
ATTACTTCGCCGACCAAGACGCCATTATTCATGTACATGGCTTCAAATGAAGGCTCTATTCCTAAGATAGTCTTCTGCAT
GACGGGACCATCATCCGGGAAGTTACTACCTTTGTATTCCACTCTGTAGACGAACTTGTCTTCTATTAAATTTATATCTG
AACGAATTTCAACAAGTCCGCCATCTTCGTAACGTAATGTTCGTTCATACATAAATCCTGCTGGAAATGATTGTATAAAA
TAATCTGATATATCATTCGGATATTTCGTGAAAGTACGGTTGCCATATTGAAAAGCTGGTGACACAATATCAAATGCAAA
AGGCAGTGGGGCCCCTTTCGTGACACGAATCTGAACCAGTTGATTGCCGAATAAAATATTCCCTTTGCCGCAACCCTCCA
TTGTAAAAACATGGTTGTTTACAATTCCTTCCAGATTTACTTTATACGACATTACTTCTTGTAAACAAGTGTTCTTCAAT
ATTTGTTTACTCATTTTGAATTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAA
TCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCG 
 
Coding Sequence: 

    814 atgagtaaacaaatattgaagaacacttgtttacaagaagtaatg 
        M  S  K  Q  I  L  K  N  T  C  L  Q  E  V  M  
    769 tcgtataaagtaaatctggaaggaattgtaaacaaccatgttttt 
        S  Y  K  V  N  L  E  G  I  V  N  N  H  V  F  
    724 acaatggagggttgcggcaaagggaatattttattcggcaatcaa 
        T  M  E  G  C  G  K  G  N  I  L  F  G  N  Q  
    679 ctggttcagattcgtgtcacgaaaggggccccactgccttttgca 
        L  V  Q  I  R  V  T  K  G  A  P  L  P  F  A  
    634 tttgatattgtgtcaccagcttttcaatatggcaaccgtactttc 
        F  D  I  V  S  P  A  F  Q  Y  G  N  R  T  F  
    589 acgaaatatccgaatgatatatcagattattttatacaatcattt 
        T  K  Y  P  N  D  I  S  D  Y  F  I  Q  S  F  
    544 ccagcaggatttatgtatgaacgaacattacgttacgaagatggc 
        P  A  G  F  M  Y  E  R  T  L  R  Y  E  D  G  
    499 ggacttgttgaaattcgttcagatataaatttaatagaagacaag 
        G  L  V  E  I  R  S  D  I  N  L  I  E  D  K  
    454 ttcgtctacagagtggaatacaaaggtagtaacttcccggatgat 
        F  V  Y  R  V  E  Y  K  G  S  N  F  P  D  D  
    409 ggtcccgtcatgcagaagactatcttaggaatagagccttcattt 
        G  P  V  M  Q  K  T  I  L  G  I  E  P  S  F  
    364 gaagccatgtacatgaataatggcgtcttggtcggcgaagtaatt 
        E  A  M  Y  M  N  N  G  V  L  V  G  E  V  I  
    319 cttgtctataaactaaactctgggaaatattattcatgtcacatg 
        L  V  Y  K  L  N  S  G  K  Y  Y  S  C  H  M  
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    274 aaaacattaatgaagtcgaaaggtgtagtaaaggagtttccttcg 
        K  T  L  M  K  S  K  G  V  V  K  E  F  P  S  
    229 tatcattttattcaacatcgtttggaaaagacttacgtagaagac 
        Y  H  F  I  Q  H  R  L  E  K  T  Y  V  E  D  
    184 ggggggttcgttgaacagcatgagactgctattgctcaaatgaca 
        G  G  F  V  E  Q  H  E  T  A  I  A  Q  M  T  
    139 tctataggaaaaccactaggatccttacacgaatgggttcatcac 
        S  I  G  K  P  L  G  S  L  H  E  W  V  H  H  
     94 catcaccatcactaa 80      
        H  H  H  H  *  

 


	Diapo 1
	Diapo 2

