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pUCL19- Rm GFP

Renilla mullerie GFP — codi ng sequence in green, ATG start codon in bold

Key restriction enzynes are underlined

PUC19 sequences in bl ue

GAGCGGATAACAATTTCACACAGGAAACAGCTATGACCATGATTACGCCAAGCTTGCATGCCTGCAGGTCGACICTAGA T
TAGTGATGGTGATGGTGATGAACCCATTCGTGTAAGGATCCTAGIGGT TTTCCTATAGATGTCATTTGAGCAATAGCAGT
CTCATGCTGT TCAACGAACCCCCCGTCTTCTACGTAAGT CTTTTCCAAACGATGT TGAATAAAAT GATACGAAGGAAACT
CCTTTACTACACCTTTCGACTTCATTAATGT TTTCATGT GACATGAATAATATTTCCCAGAGT TTAGTTTATAGACAAGA
ATTACTTCGCCGACCAAGACGCCATTATTCATGTACATGGCTTCAAATGAAGGCTCTATTCCTAAGATAGTCTTCTGCAT
GACGGGACCATCATCCGGCGAAGT TACTACCTTTGTATTCCACTCTGTAGACGAACTTGTCTTCTATTAAATTTATATCTG
AACGAAT TTCAACAAGT CCGCCATCTTCGTAACGTAATGT TCGTTCATACATAAATCCTGCTGGAAATGATTGTATAAAA
TAATCTGATATATCATTCGGATATTTCGTGAAAGT ACGGT TGCCATATTGAAAAGCT GGTGACACAATATCAAATGCAAA
AGGCAGT GGGGECCCCTTTCGT GACACGAATCT GAACCAGT TGATTGCCGAATAAAATATTCCCTTTGCCGCAACCCT CCA
TTGTAAAAACATGGTTGTTTACAATTCCTTCCAGATTTACTTTATACGACATTACTTCTTGTAAACAAGTGTTCTTCAAT
ATTTGITTACTCATTTTGAATTCACTGGCCGTCGTTTTACAACGT CGT GACTGGGAAAACCCTGGCGTITACCCAACTTAA
TCGCCTTGCAGCACATCCCCCTTTCGCCAGCT GGCGTAATAGCG

Codi ng Sequence:

814 at gagt aaacaaat att gaagaacacttgtttacaagaagtaatg
MS K QI L KNTIZ CL QE V M
769 tcgtataaagtaaat ct ggaaggaatt gt aaacaaccatgttttt
S YKV NLEGI V NNWUHVF
724 acaat ggagggtt gcggcaaagggaatattttattcggcaat caa
T ME GC G K GNI L F G NOQ
679 ctggttcagattcgtgtcacgaaaggggccccactgccttttgea
L vVQl RV TI K GAWPLPTFA
634 tttgatattgtgtcaccagcttttcaat atggcaaccgtactttc
F DI VS P AF QY GNRT F
589 acgaaat at ccgaatgatatatcagattattttatacaatcattt
T K Y P NDI S DY F 1 QS F
544 ccagcaggattt at gt at gaacgaacattacgttacgaagat ggc
P AGF MY ERTULIRY E D G
499 ggacttgttgaaattcgttcagat at aaatttaat agaagacaag
G LV EI RS DI NWL I E DK
454 ttcgtctacagagt ggaat acaaaggt agt aacttcccggat gat
F VYRV EYKGSNUFP DD
409 ggtcccgt cat gcagaagact at ct t aggaat agagccttcattt
G PV MQKTI1I L GI EP S F
364 gaagccat gt acat gaat aat ggcgt ctt ggt cggcgaagt aat t
E AMY MNNGVL V G E V I
319 cttgtctataaactaaactctgggaaatattattcatgtcacatg
L VY KLNSUGIKY Y S CHWM



274 aaaacatt aat gaagt cgaaaggt gt agt aaaggagtttccttcg
K T L MK S K GV YV KEF P S
229 tatcattttattcaacatcgtttggaaaagacttacgt agaagac
Y HF I QHRULEI KT Y V ED
184 ggggggttcgtt gaacagcat gagact gct att gct caaat gaca
G GFVEQHETAI AQMT
139 tctat aggaaaaccact aggat cctt acacgaat gggttcatcac
S1 GKPL GS L HE WV HH
94 catcaccatcactaa 80
H H H H *

BsmBI 51
BsmBI 3418 Mdel 183

Kasl-Marl-Sfol 235

Pvul 276
%@ EcoRI 306
Pvul 2801 Ap* &
Rm-GFP /pUC19
3421 bp E
BamHI 1096
Xbal 1158
MCS
ori
HinclI-Sall 1164
Sbil 1169
Pstl 1170
BseYI 1845 Sphl 1176
HindlIT 1182

Red colored restriction sites:  Multiple cutters
Black colored restriction sites:  Single cutters
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